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Table (3 ):Pattern of eaeA and hilyA genes distibution in different serotypes
of E. coli from faecal samples of apparently healthy calves

Animal E.coli isolates/ | E.coli isolates PCR E.coli isolates PCR
condition serolype animals e B aacarvel [N A

I 091 3/3 1/3 1/3 1/3 173

apparently 0113 212 0/2 1/2 0/2 12

healthy 087 2/2 1/2 0/2 1/2 0/2

(11 samples) 08 1/1 0/1 1/1 0/1 171

Ull;ypllhlc 1/1 0/1 0/1 1/1 0/1

negative 072 0/0 0/0 0/2 172

Total 9/11 2/9 3/9 3/11 4/11
(22.2%) | (33.3%) (27.3%) (36.4%)
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Figure (1): Electrophoretic analysis of the PCR products obtained from DNA extracts of L. coli
isolates and primary faec 1l cultures, by amplification of highly conserved portion of eaeA 384 bp
(lanel, 2, 3, and 4) and the plasmid-borne DNA sequences coding for the ilyA 534 bp (lanc a, b,
c.and d). Lane M is 1-kb DNA ladder (New England Biolabs, Inc.).
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